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3 <110> APPLICANT: AHRENS - FATH , ISABELLE 

4 HAENDLER, BERNARD 

6 <120> TITLE OF INVENTION: HUMAN ANDROGEN RECEPTOR VARIANTS 
- 8 <130> FILE REFERENCE:. SCH-1793 

10 <140> CURRENT APPLICATION NUMBER: 09/997,267 

11 <141> CURRENT FILING DATE: 2001-11-30 

13 <150> PRIOR APPLICATION NUMBER: 60/255,078 

14 <151> PRIOR FILING DATE: 2000-12-14 
16 <160> NUMBER OF SEQ ID NOS:, 15 

18 <170> SOFTWARE: Patentln Ver. 2.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 1329 

22 <212> TYPE: DNA . 

23 <213> ORGANISM: Homo sapiens 

25 <400> SEQUENCE: 1 

26 gctgcgagca gagaggggtt cctcggaggt catctgttcc atcttcttgc ctatgcaaat 60 

27 gcctgcctga agctgctgga ggctggcttt gtaccggact ttgtacaggg aaccagggaa 120 

28 acgaatgcag agtgctcctg acattgcctg tcactttttc ccatgatact ctggctt'cac 180 

29 agtttggaga ctgccaggga ccatgttttg cccattgact attactttcc accccagaag 24 0 

30 acctgcctga tctgtggaga tgaagcttct gggtgtcact atggagctct cacatgtgga 300 

31 agctgcaagg tcttcttcaa aagagccgct gaagggaaac agaagtacct gtgcgccagc 360 

32 agaaatgatt gcactattga taaattccga aggaaaaatt gtccatcttg tcgtcttcgg 420 

33 aaatgttatg aagcagggat gactctggga gcccggaagc tgaagaaact tggtaatctg 480 

34 aaactacagg aggaaggaga ggcttccagc accaccagcc ccactgagga gacaacccag 540 

35 aagctgacag tgtcacacat tgaaggctat gaatgtcagc ccatctttct gaatgtcctg 600 

36 gaagccattg agccaggtgt agtgtgtgct ggacacgaca acaaccagcc cgactccttt 660 

37 gcagccttgc tctctagcct caatgaactg ggagagagac agcttgtaca cgtggtcaag 720 

38 tgggccaagg ccttgcctgg cttccgcaac ttacacgtgg acgaccagat ggctgtcatt 780 

39 cagtactcct ggatggggct catggtgttt gccatgggct ggcgatcctt caccaatgtc 840 

40 aactccagga tgctctactt cgcccctgat ctggttttca atgagtaccg catgcacaag 900 

41 tcccggatgt acagccagtg tgtccgaatg aggcacctct ctcaagagtt tggatggctc 960 

42 caaatcaccc cccaggaatt cctgtgcatg aaagcactgc tactcttcag cattattcca 1020 

43 gtggatgggc tgaaaaatca aaaattcttt gatgaacttc gaatgaacta catcaaggaa 1080 

44 ctcgatcgta tcattgcatg caaaagaaaa aatcccacat cctgctcaag acgcttctac 1140 

45 cagctcacca agctcctgga ctccgtgcag cctattgcga gagagctgca tcagttcact 1200 

46 tttgacctgc taatcaagtc acacatggtg agcgtggact ttccggaaat gatggcagag 1260 

47 atcatctctg tgcaagtgcc caagatcctt tctgggaaag tcaagcccat ctatttccac 1320 

48 acccagtga 1329 

51 <210> SEQ ID NO: 2 

52 <211> LENGTH: 388 

53 <212> TYPE: PRT 

54 <213> ORGANISM: Homo sapiens 
56 <400> SEQUENCE: 2 
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130 385 

133 <210> SEQ ID NO: 3 

134 <211> LENGTH: 1171 

135 <212> TYPE: DNA 

136 <213> ORGANISM: Homo sapiens 

138 <400> SEQUENCE: 3 

139 gctgcgagca gagaggggtt cctcggaggt catctgttcc atcttcttgc ctatgcaaat 60 

140 gcctgcctga agctgctgga ggctggcttt gtaccggact ttgtacaggg aaccagggaa 120 

141 acgaatgcag agtgctcctg acattgcctg tcactttttc ccatgatact ctggcttcac 180 

142 agtttggaga ctgccaggga ccatgttttg cccattgact attactttcc accccagaag 240 

143 acctgcctga tctgtggaga tgaagcttct gggtgtcact atggagctct cacatgtgga 300 

144 agctgcaagg tcttcttcaa aagagccgct gaagggaaac agaagtacct gtgcgccagc 360 

145 agaaatgatt gcactattga taaattccga aggaaaaatt gtccatcttg tcgtcttcgg 420 

146 aaatgttatg aagcagggat gactctggga gcccggaagc tgaagaaact tggtaatctg 4 80 

147 aaactacagg aggaaggaga ggcttccagc accaccagcc ccactgagga gacaacccag 540 

148 aagctgacag tgtcacacat tgaaggctat gaatgtcagc ccatctttct gaatgtcctg 600 

149 gaagccattg agccaggtgt agtgtgtgct ggacacgaca acaaccagcc cgactccttt 660 

150 gcagccttgc tctctagcct caatgaactg ggagagagac agcttgtaca cgtggtcaag 720 

151 tgggccaagg ccttgcctgg cttccgcaac ttacacgtgg acgaccagat ggctgtcatt 780 

152 cagtactcct ggatggggct catggtgttt gccatgggct ggcgatcctt caccaatgtc 840 

153 aactccagga tgctctactt cgcccctgac ctggttttca atgagtaccg catgcacaag 900 

154 tcccggatgt acagccagtg tgtccgaatg aggcacctct ctcaagagtt tggatggctc 960 

155 caaatcaccc cccaggaatt cctgtgcatg aaagcactgc tactcttcag cattaattgc 1020 

156 gagagagctg catcagttca cttttgacct gctaatcaag tcacacatgg tgagcgtgga 1080 

157 ctttccggaa atgatggcag agatcatctc tgtgcaagtg cccaagatcc tttctgggaa 1140 

158 agtcaagccc atctatttcc acacccagtg a 1171 

161 <210> SEQ ID NO: 4 

162 <211> LENGTH: 294 

163 <212> TYPE: PRT 

164 <213> ORGANISM: Homo sapiens 
166 <400> SEQUENCE: 4 
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225 <210> SEQ ID NO: 5 

226 <211> LENGTH: 10 

227 <212> TYPE: PRT 

228 <213> ORGANISM: Homo sapiens 

230 <400> SEQUENCE: 5 

231 Asn Cys Glu Arg Ala Ala Ser Val His Phe 

232 1 5 10 

235 <210> SEQ ID NO: 6 

236 <211> LENGTH: 7 

237 <212> TYPE: PRT . 

238 <213> ORGANISM: Homo sapiens 

240 <400> SEQUENCE: 6 

241 Met He Leu Trp Leu His Ser 

242 1 5 

245 <210> SEQ ID NO: 7 

246 <211> LENGTH: 24 

247 <212> TYPE: DNA 

248 <213> ORGANISM: Artificial Sequence 

250 <220> FEATURE: 

251 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

253 <400> SEQUENCE: 7 

254 cagattacca agcttcagct tccg 24 

257 <210> SEQ ID NO: 8 

258 <211> LENGTH: 47 

259 <212> TYPE: DNA 

260 <213> ORGANISM: Artificial Sequence 

262 <220> FEATURE: 

263 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 
265 <400> SEQUENCE: 8 
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266 acagggaacc agggaaacga atgcagagtg ctcctgacat tgcctqt 4 7 

269 <210> SEQ ID NO: 9 

270 <211> LENGTH: 24 

271 <212> TYPE: DNA 

272 <213> ORGANISM: Artificial Sequence 
274 <220> FEATURE: 

?" < J"> OTHER INFORMATION : Description of Artificial Sequence: Primer 

277 <400> SEQUENCE: 9 

278 gacagggaac cagggaaacg aatg 

281 <210> SEQ ID NO: 10 

282 <211> LENGTH: 29 

283 <212> TYPE: DNA 

284 <213> ORGANISM: Artificial Sequence 
286 <220> FEATURE: 

III ^nf 2 THER INF0RMATI0N: Description of Artificial Sequence: Primer 

289 <400> SEQUENCE: 10 

290 tcactgggtg tggaaataga tgggcttga 9Q 

293 <210> SEQ ID NO: 11 

294 <211> LENGTH: 30 

295 <212> TYPE: DNA 

296 <213> ORGANISM: Artificial Sequence 
298 <220> FEATURE: 

III tllll lZVc~ I0 " : D «" i < > "°" <* """^ ^^ence: Primer 
302 tgacggggtc acccacactg tgcccatcta qn 

305 <210> SEQ ID NO: 12 

306 <211> LENGTH: 30 

307 <212> TYPE: DNA 

308 <213> ORGANISM: Artificial Sequence 
310 <220> FEATURE: 

<2 » 2 ™ ° THER INF0RMATI0N: Description of Artificial Sequence: Primer 

313 <400> SEQUENCE: 12 

314 ctagaagcat ttgcggtgga cgatggaggg \ n 

317 <210> SEQ ID NO: 13 " "~" 

318 <211> LENGTH: 28 

319 <212> TYPE: DNA 

320 <213> ORGANISM: Artificial Sequence . 
322 <220> FEATURE: 

III ^nf ° THER INF0RMATI0N: Description of Artificial Sequence: Primer 

325 <400> SEQUENCE: 13 

326 gatgagaagg acccacggcg tctgttcg 9f > 

329 <210> SEQ ID NO: 14 

330 <211> LENGTH: 28 

331 <212> TYPE: DNA 

332 <213> ORGANISM: Artificial Sequence 
334 <220> FEATURE: 

\\l ° THER INF0RMATI0N: Description of Artificial Sequence: Primer 

337 <400> SEQUENCE: 14 

338 gagacaatcc agcagcccag gagggaca 28 
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